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Actin filament
Staggered movement; Myosin molecules (Hatori, K. (70) 241)

Activation energy

Non-linear Arrhenius; Coformycin; Shifting specificity model;
Ground state complementarity; Complementarity; Transition state
complementarity (Castro, C. (70) 87)

Adenosine deaminase
Etheno-EHNA, Etheno analogues; Fluorescent competitive in-
hibitor; Protonation equilibrium; pH sensitive: inhibitor of Adase
(Caiolfa, V.R. (70) 41)

Aldose reductase
NADPH; Catalytic mechanism; Proton dono:; Combined poten-
tials; QM /MM (Lee, Y.S. (70) 203)

Angiotensin
Sedimentation; Diffusion; Lamm equation; Gross conformation;
Nonlinear fit (Behlke, J. (70) 133)

Aqueous solutions
Hydrophobic effect; Protein folding (Mancera, R.L. (70) 57)

Autoxidation

Cross-linked hemoglobin; Protein crystallography; T-state
hemoglobin; Three-dimensional structure; Circular dichroism (Ji,
X. (70) 21)

Bilayer structure
X-ray diffraction; DMSO; Phosphatidylcholine; Phospholipid hy-
dration; Biomembranes (Yu, Z.-W. (70) 35)

Binding of hydrogen ions
Partition function; Binding of magnesium ions: Changes of bind-
ing in a reaction; Linkage (Alberty, R.A. (70) 109)

Binding of magnesium ions
Partition function; Binding of hydrogen ions; Changes of binding
in a reaction; Linkage (Alberty, R.A. (70) 109)

Biomembranes
X-ray diffraction; DMSO; Phosphatidylcholine; Bilayer structure;
Phospholipid hydration (Yu, Z.-W. (70) 35)

Bound water

NMR; I7O—water; Insulin; Hydration; Protein—water interaction;
Triple-quantum-filtered relaxation analysis; Insulin aggregation
(Torres, A.M. (70) 231)

Catalytic mechanism
Aldose reductase; NADPH; Proton donor; Combined potentials;
QM/MM (Lee, Y.S. (70) 203)

Cavity
FAD-dependent catalysis; Flavoenzyme; Folding topology; Diver-
gent evolution (Mattevi, A. (70) 217)

Changes of binding in a reaction
Partition function; Binding of hydrogen ions; Binding of magne-
sium ions; Linkage (Alberty, R.A. (70) 109)

Cholesterol
Nuclear magnetic resonance; Phosphatidylcholine membranes;

Transport; Dimethylarsinic acid; Monomethylarsonic acid (Males,
R.G. (70) 75)

Doxorubicin; Monolayer; Liposomes; Drug-lipid interaction
(Gaber, M.H. (70) 223)

Circular dichroism

Cross-linked hemoglobin; Protein crystallography; T-state
hemoglobin; Three-dimensional structure; Autoxidation (Ji, X.
(70) 2D

Coformycin

Non-linear Arrhenius; Shifting specificity model; Ground state
complementarity; Complementarity; Transition state complemen-
tarity; Activation energy (Castro, C. (70) 87)

Combined potentials
Aldose reductase; NADPH; Catalytic mechanism; Proton donor;
QM /MM (Lee, Y.S. (70) 203)

Complementarity

Non-linear Arrhenius; Coformycin; Shifting specificity model;
Ground state complementarity; Transition state complementarity;
Activation energy (Castro, C. (70) 87)
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Cross-linked hemoglobin
Protein crystallography; T-state hemoglobin; Three-dimensional
structure; Circular dichroism; Autoxidation (Ji, X. (70) 21)

a-Crystallin
Interaction of hydrogen ions; Solvent accessibility; lonizable side
chains; Surface charge (Bera, S. (70) 147)

Daresbury synchrotron radiation source (SRS)

Tubercidin; Deoxytubercidin; 7-Deazaadenine; DNA; DNA-drug
interactions; High-angle X-ray fibre difiraction (Pope, L.H. (70)
161)

7-Deazaadenine

Tubercidin; Deoxytubercidin, DNA; DNA-drug interactions;
High-angle X-ray fibre diffraction; Daresbury synchrotron radia-
tion source (SRS) (Pope, L.H. (70) 161)

Deoxytubercidin

Tubercidin; 7-Deazaadenine; DNA; DNA-drug interactions;
High-angle X-ray fibre diffraction; Daresbury synchrotron radia-
tion source (SRS) (Pope, L.H. (70) 161)

Differential scanning calorimetry
Protein denaturation; Uridine phosphorylase (Lyubarev, A.E. (70)
247)

Diffusion
Kinetics; Permeability; Lipid bilayer; Liposomes; Passive trans-
port (Males, R.G. (70) 65)

Sedimentation; Lamm equation; Gross conformation; Nonlinear
fit; Angiotensin (Behlke, J. (70) 133)

Dimethylarsinic acid

Nuclear magnetic resonance; Phosphatidylcholine membranes;
Transport; Cholesterol; Monomethylarscnic acid (Males, R.G. (70)
75)

Divergent evolution
FAD-dependent catalysis; Flavoenzyme, Folding topology; Cavity
(Mattevi, A. (70) 217)

DMSO
X-ray diffraction; Phosphatidylcholine; Bilayer structure; Phos-
pholipid hydration; Biomembranes (Yu Z.-W. (70) 35)

DNA

Tubercidin; Deoxytubercidin; 7-Deazaadenine; DNA-drug inter-
actions; High-angle X-ray fibre diffraction; Daresbury synchrotron
radiation source (SRS) (Pope, L.H. (70) 161)

Intercalation; Ethidium bromide; Maxinmum entropy method; Fluo-
rescence lifetime (Byrne, C.D. (70) 173)

DNA-drug interactions

Tubercidin; Deoxytubercidin; 7-Deazaadenine; DNA; High-angle
X-ray fibre diffraction; Daresbury synchrotron radiation source
(SRS) (Pope, L.H. (70) 161)

DNA-Fe** complexes
Optical anisotropy: Intrinsic viscosity (Kasyanenko, N. (70) 93)

Doxorubicin
Monolayer; Liposomes; Drug-lipid interaction; Cholesterol
(Gaber, M.H. (70) 223)

Drug-lipid interaction
Doxorubicin; Monolayer; Liposomes; Cholesterol (Gaber, M.H.
(70) 223)

DSC
Phospholipid; Phase transition; Volumetric: NMR (La Rosa, C.
(70) 11)

Entropy
Escherichia coli; Maltose (Thomson, I. (70) 101)

Escherichia coli
Maltose; Entropy (Thomson, J. (70) 101)

Etheno-EHNA, Etheno analogues

Adenosine deaminase; Fluorescent competitive inhibitor; Protona-
tion equilibrium; pH sensitive inhibitor of Adase (Caiolfa, V.R,
(70) 41)

Ethidium bromide
DNA; Intercalation; Maximum entropy method; Fluorescence life-
time (Byrne, C.D. (70) 173)

FAD-dependent catalysis
Flavoenzyme; Folding topology; Cavity; Divergent evolution
(Mattevi, A. (70) 217)

Flavoenzyme
FAD-dependent catalysis; Folding topology: Cavity; Divergent
evolution (Mattevi, A. (70) 217)

Fluorescence energy transfer
Porphyrins; Polynucleotide; Intercalation; Optical spectroscopy
(Yun, B.H. (70) 1)

Fluorescence lifetime
DNA; Intercalation; Ethidium bromide; Maximum entropy method
(Byrne, C.D. (70) 173)

Fluorescent competitive inhibitor

Adenosine deaminase; Etheno-EHNA, Etheno analogues; Protona-
tion equilibrium; pH sensitive inhibitor of Adase (Caiolfa, V.R.
(70) 41)

Folding topology
FAD-dependent catalysis; Flavoenzyme; Cavity: Divergent evolu-
tion (Mattevi, A. (70) 217)
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Gross conformation
Sedimentation; Diffusion; Lamm equation; Nonlinear fit; An-
giotensin (Behlke, J. (70) 133)

Ground state complementarity

Non-linear Arrhenius; Coformycin; Shifting specificity model;
Complementarity; Transition state complementarity: Activation
energy (Castro, C. (70) 87)

Hemoglobin
Thermodynamics; Statistical analysis (Gutheil, W.G. (70) 185)

High-angle X-ray fibre diffraction

Tubercidin: Deoxytubercidin; 7-Deazaadenine: DNA; DNA-drug
interactions: Daresbury synchrotron radiation source (SRS) (Pope,
L.H. (70) 161)

pH sensitive inhibitor of Adase

Adenosine deaminase; Etheno-EHNA, Etheno analogues; Fluores-
cent competitive inhibitor; Protonation equilib-ium (Caiolfa, V.R.
(70) 41)

Hydration

NMR: '"O-water: Bound water; Insulin; Prolein—water interac-
tion; Triple-quantum-filtered relaxation analysis; Insulin aggrega-
tion (Torres, A.M. (70) 231)

Hydrophobic effect
Aqueous solutions; Protein folding (Mancera, R.L. (70) 57)

Insulin

NMR; '"O-water; Bound water; Hydration; Protein—water interac-
tion; Triple-quantum-filtered relaxation analys s; Insulin aggrega-
tion (Torres, AM. (70) 231)

Insulin aggregation

NMR; '70-water; Bound water; Insulin; Hydration; Protein—water
interaction; Triple-quantum-filtered relaxation analysis (Torres,
AM. (70) 231)

Interaction of hydrogen ions
a-Crystallin; Solvent accessibility; Ionizable side chains; Surface
charge (Bera, S. (70) 147)

Intercalation
Porphyrins; Polynucleotide: Optical spectroscopy; Fluorescence
energy transfer (Yun, B.H. (70) 1)

DNA: Ethidium bromide; Maximum entropy method; Fluores-
cence lifetime (Byrne. C.D. (70) 173)

Interfacial tension
Protein adsorption; Liquid /liquid interface; Pclyamino acids (Be-
verung, C.J. (70) 121)

Intrinsic viscosity
DNA-Fe®* complexes; Optical anisotropy (Kasyanenko, N. (70)
93)

Ionizable side chains
Interaction of hydrogen ions; a-Crystallin; Solvent accessibility;
Surface charge (Bera, S. (70) 147)

Kinetics
Diffusion; Permeability; Lipid bilayer; Liposomes; Passive trans-
port (Males, R.G. (70) 65)

Lamm equation
Sedimentation: Diffusion; Gross conformation; Nonlinear fit; An-
giotensin (Behlke, J. (70) 133)

Linkage

Partition function; Binding of hydrogen ions; Binding of magne-
sium ions; Changes of binding in a reaction (Alberty, R.A. (70)
109)

Lipid bilayer
Diffusion; Kinetics; Permeability; Liposomes; Passive transport
(Males, R.G. (70) 65)

Liposomes
Diffusion; Kinetics; Permeability; Lipid bilayer; Passive transport
(Males. R.G. (70) 65)

Doxorubicin; Monolayer; Drug-lipid interaction; Cholesterol
(Gaber. M.H. (70) 223)

Liquid / liquid interface
Protein adsorption: Interfacial tension; Polyamino acids (Be-
verung, C.J. (70) 121)

Maltose
Escherichia coli; Entropy (Thomson, 1. (70) 101)

Maximum entropy method
DNA; Intercalation; Ethidium bromide; Fluorescence lifetime
(Byrne, C.D. (70) 173)

Monolayer
Doxorubicin; Liposomes; Drug-lipid interaction; Cholesterol
(Gaber, M.H. (70) 223)

Monomethylarsonic acid

Nuclear magnetic resonance; Phosphatidylcholine membranes;
Transport; Cholesterol; Dimethylarsinic acid (Males, R.G. (70)
75)

Myosin molecules
Staggered movement; Actin filament (Hatori, K. (70) 241)

NADPH
Aldose reductase; Catalytic mechanism; Proton donor; Combined
potentials; QM /MM (Lee, Y.S. (70) 203)
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NMR
Phospholipid; Phase transition; DSC; Volumetric (La Rosa, C.
(70) 11)

"0O-water; Bound water; Insulin; Hydrztion; Protein—waler inter-
action; Triple-quantum-filtered relaxation analysis; Insulin aggre-
gation (Torres, AM. (70) 231)

Non-linear Arrhenius

Coformycin; Shifting specificity model; Ground state complemen-
tarity; Complementarity; Transition state complementarity; Acti-
vation energy (Castro, C. (70) 87)

Nonlinear fit
Sedimentation; Diffusion: Lamm equation: Gross conformation;
Angiotensin (Behlke, J. (70) 133)

Nuclear magnetic resonance
Phosphatidylcholine membranes; Transport; Cholesterol; Dimeth-
ylarsinic acid; Monomethylarsonic acid (Males, R.G. (70) 75)

Optical anisotropy
DNA-Fe’* complexes; Intrinsic visccsity (Kasyanenko, N. (70)
93)

Optical spectroscopy
Porphyrins; Polynucieotide; Intercalalion; Fluorescence energy
transfer (Yun, B.H. (70) 1)

0-water

NMR; Bound water; Insulin; Hydration; Protein—water interac-
tion; Triple-quantum-filtered relaxation analysis; Insulin aggrega-
tion (Torres, AM. (70) 231)

Partition function
Binding of hydrogen ions; Binding of magnesium ions; Changes
of binding in a reaction; Linkage (Albarty, R.A. (70) 109)

Passive transport
Diffusion; Kinetics; Permeability; Lipid bilayer; Liposomes
(Males, R.G. (70) 65)

Permeability
Diffusion; Kinetics; Lipid bilayer; Liposomes; Passive transport
(Males, R.G. (70) 65)

Phase transition
Phospholipid; DSC; Volumetric; NMR (La Rosa, C. (70) 11)

Phosphatidylcholine
X-ray diffraction; DMSO:; Bilayer structure; Phospholipid hydra-
tion: Biomembranes (Yu, Z.-W. (70) 35)

Phosphatidylcholine membranes
Nuclear magnetic resonance; Transport; Cholesterol; Dimeth-
ylarsinic acid; Monomethylarsonic acid (Males, R.G. (70} 75)

Phospholipid
Phase transition; DSC; Volumetric; NMR (La Rosa, C. (70) 11)

Phospholipid hydration
X-ray diffraction; DMSO; Phosphatidyicholine; Bilayer structure;
Biomembranes (Yu, Z.-W. (70) 35)

Polyamine acids
Protein adsorption; Liquid /liquid interface; Interfacial tension
(Beverung, C.J. (70) 121)

Polynucleotide
Porphyrins; Intercalation; Optical spectroscopy: Fluorescence en-
ergy transfer (Yun, B.H. (70) 1)

Porphyrins
Polynucleotide; Intercalation; Optical spectroscopy; Fluorescence
energy transfer (Yun, B.H. (70) 1)

Protein adsorption
Liquid /liquid interface; Interfacial tension; Polyamino acids (Be-
verung, C.J. (70) 121)

Protein crystallography
Cross-linked hemoglobin; T-state hemoglobin; Three-dimensional
structure; Circular dichroism; Autoxidation (Ji, X. (70) 21)

Protein denaturation
Differential scanning calorimetry; Uridine phosphorylase
(Lyubarev, A.E. (70) 247)

Protein folding
Hydrophobic effect: Aqueous solutions (Mancera, R.L. (70) 57)

Protein-water interaction

NMR; '7O-water; Bound water; Insulin; Hydration; Triple-quan-
wm-filtered relaxation analysis; Insulin aggregation (Torres, A.M.
(70) 231)

Protonation equilibrium

Adenosine deaminase; Etheno-EHNA, Etheno analogues; Fluores-
cent competitive inhibitor; pH sensitive inhibitor of Adase (Caiolfa,
V.R. (70) 41)

Proton donor
Aldose reductase; NADPH; Catalytic mechanism: Combined po-
tentials; QM /MM (Lee, Y.S. (70) 203)

QM /MM
Aldose reductase; NADPH; Catalytic mechanism; Proton donor;
Combined potentials (Lee, Y.S. (70) 203)

Sedimentation
Diffusion; Lamm equation; Gross conformation; Nonlinear fit;
Angiotensin (Behlke, J. (70) 133)
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Shifting specificity model

Non-linear Arrhenius; Coformycin; Ground state complementar-
ity; Complementarity; Transition state complementarity; Activa-
tion energy (Castro, C. (70) 87)

Solvent accessibility
Interaction of hydrogen ions; a-Crystallin; Ton zable side chains;
Surface charge (Bera, S. (70) 147)

Staggered movement
Actin filament; Myosin molecules (Hatori, K. (70) 241)

Statistical analysis
Hemoglobin; Thermodynamics (Gutheil. W.G. (70) 185)

Surface charge
Interaction of hydrogen ions; a-Crystallin; Solvent accessibility;
Ionizable side chains (Bera, S. (70) 147)

Thermodynamics
Hemoglobin; Statistical analysis (Gutheil, W.G. (70) 185)

Three-dimensional structure
Cross-linked hemoglobin; Protein crystallography: T-state
hemoglobin; Circular dichroism; Autoxidation “Ji, X. (70) 21)

Transition state complementarity

Non-linear Arrhenius; Coformycin; Shifting specificity model;
Ground state complementarity; Complementarity; Activation en-
ergy (Castro, C. (70) 87)

Transport

Nuclear magnetic resonance; Phosphatidylcholine membranes:
Cholesterol; Dimethylarsinic acid;: Monomethylarsonic acid
(Males, R.G. (70) 75)

Triple-quantum-filtered relaxation analysis
NMR; "’O-water; Bound water; Insulin; Hydration; Protein—water
interaction; Insulin aggregation (Torres, A.M. (70) 231)

T-state hemoglobin
Cross-linked hemoglobin; Protein crystallography; Three-dimen-
sional structure; Circular dichroism; Autoxidation (Ji, X. (70) 21)

Tubercidin

Deoxytubercidin; 7-Deazaadenine; DNA: DNA~-drug interactions;
High-angle X-ray fibre diffraction; Daresbury synchrotron radia-
tion source (SRS) (Pope, L.H. (70) 161)

Uridine phosphorylase
Protein denaturation; Differential scanning calorimetry (Lyubarev,
A.E. (70) 247)

Volumetric
Phospholipid; Phase transition; DSC; NMR (La Rosa, C. (70) 11)

X-ray diffraction
DMSQO; Phosphatidylcholine; Bilayer structure; Phospholipid hy-
dration; Biomembranes (Yu, Z.-W. (70) 35)



